Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.003 Å; R factor = 0.047; wR factor = 0.135; data-to-parameter ratio = 21.0.
The title compound, C 15 H 15 NO 4 S, was obtained by the condensation of 4-aminoacetophenone and 4-methoxybenzenesulfonyl chloride. The dihedral angle between the benzene rings is 86.56 (9) and the molecule has an approximate V-shaped conformation. The C atom of the methoxy group is roughly coplanar with its attached ring [deviation = 0.177 (3) Å ], as is the methyl C atom of the acetyl group with its ring [deviation = 0.065 (2) Å ]. An intramolecular C-HÁ Á ÁO interaction generates an S(6) ring. In the crystal, N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds link the molecules into [010] chains. Weak C-HÁ Á Á interactions are also observed.
Related literature
For related structures, see: Li et al. (2006) ; Xu et al. (2005) Table 1 Hydrogen-bond geometry (Å , ).
Cg1 and Cg2 are the centroids of the C1-C6 and C7-C12 rings, respectively. 
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL, PLATON (Spek, 2009) , Mercury (Macrae et al., 2006) and publCIF (Westrip, 2010 Sulfonamides containing an -SO 2 NH-group can be found in many pharmacologically active compounds: recent reports have described antibacterial (Alsughayer et al., 2011) and antioxidant (Dragostin et al., 2013) behaviour. As part of our ongoing research in this field, the title compound (I), a 4-methoxybenzene-sulfonamide derivative, was synthesized for being used as starting material for various syntheses. Herein the crystal structure of (I) is reported. Figure 1 shows the molecular structure of (I), C 15 H 15 NO 4 S, suggesting a V-shaped conformation (Fig. 2) . The benzene rings make the dihedral angle of 86.56 (9)°. The methoxy group is almost co-planar with its attached benzene ring with the deviation of 0.0310 (2) Å for the eight non H atoms (C1-C6/O4/C15) and the torsion angle C15-O4-C4-C5 = -2.2 (3)°. The amide group and acetyl substituent also lie in almost the same plane with the bound benzene ring with the deviation of 0.0220 (2) Å for the ten non H atoms (C7-C14/N1/O3) and the torsion angles of C11-C10-C13-O3 = -177.28 (18)° and C11-C10-C13-C14 = 2.6 (3)°. The dihedral angle between these two planes [C1-C6/O4/C15 and C7-C14/N1/O3] is 88.38 (7)° (Fig. 2 ). An intramolecular C8-H8A···O2 weak interaction generates an S(6) ring ( Fig. 1) Bond distances of (I) are comparable with those in related structures (Li et al., 2006 and Xu et al., 2005) .
In the crystal (Fig. 3) , the molecules are linked by N-H···O hydrogen bonds and C-H···O weak interactions (Table 1) into chains along [010] . Weak C-H···π interactions are also observed (Table 1) .
Experimental
The title compound was synthesized by condensation of 4-aminoacetophenone (0.40 g, 3 mmol) and 4-methoxybenzenesulfonyl chloride in CH 2 Cl 2 (30 ml) in the presence of pyridine. The reaction mixture was refluxed for 24 hr at 40 °C and monitored with TLC for the completion of the reaction. Water was then added and the concoction was extracted with CH 2 Cl 2 . The solvent was evaporated under reduced pressure to yield the resulting solid of the title compound (yield 68%). Yellow blocks of (I) were recrystalized from acetone:CH 3 OH solution (1:1 v/v) by slow evaporation of the solvent at room temperature after several days, Mp. 448-449 K.
Refinement
Amide H atoms was located from the difference maps and refined isotropically. The remaining H atoms were positioned geometrically and allowed to ride on their parent atoms, with d(C-H) = 0.93 Å for aromatic and 0.96 for CH 3 atoms.
The U iso values were constrained to be 1.5U eq of the carrier atom for methyl H atoms and 1.2U eq for the remaining H atoms. A rotating group model was used for the methyl groups.
Computing details
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT (Bruker, 2009);  program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008) , PLATON (Spek, 2009) , Mercury (Macrae et al., 2006) and publCIF (Westrip, 2010) .
Figure 1
The molecular structure of (I), showing 40% probability displacement ellipsoids. The intramolecular C-H···O hydrogen bond is shown as a dashed line.
Figure 2
The V-shape conformation of the molecule. 
